Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.042; wR factor = 0.130; data-to-parameter ratio = 14.3.
Experimental
Crystal data 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: refined from ÁF (Walker & Stuart, 1983) T min = 0.391, T max = 0.865 2236 measured reflections 2236 independent reflections 1855 reflections with I > 2(I) 1 standard reflections every 60 min intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.130 S = 1.07 2236 reflections 156 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1994); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999). 
Comment
The compounds containing a fragment of quinoline ring, are widely used as chemotherapeutical agents (Vaitilingam et al., 2004; Kaila et al., 2007) . Synthesis of new quinoline derivatives and study of its properties to be of interest in theoretic and practical aspects as well. The 2,6-dimethyl-4-(1,3,4-oxadiazol-2-yl)quinoline II was synthesized from triethyl orthoformate and hydrazide 2,6-dimethyl-4-quinoline carboxylic acid I (Fig. 1 ).
In the crystal structure is found non-classical intermolecular hydrogen bond -C13-H13···N15 i , where contacts H13···N15 i = 2.594 Å, C13···N15 i = 3.523 (2)Å and angle C13-H13···N15 i = 178°. Symmetry code:(i) -x, y + 1/2, -z + 1/2. The short intramolecular contacts C6-H6···N15 (H6···N15 = 2.370 Å) and C3-H3···O12 (H3···O12 = 2.372 Å) are obliged by conjugation of oxadiazol and guinoline moieties -in title molecule, guinoline moiety is planar (max deviation of C7 = 0.0144 (14) Å) and essential planar oxadiazol moiety form dihedral angle 7.81 (6)° (Fig. 2) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (10) 0.0098 (7) 0.0195 (7) 0.0008 (7) C9 0.0491 (8) 0.0616 (9) 0.0693 (10) 0.0082 (7) 0.0209 (7) 0.0009 (7) C10 0.0463 (7) 0.0557 (8) (11) 0.0120 (7) 0.0337 (7) 0.0009 (8) N15 0.0538 (7) 0.0647 (8) 0.0840 (10) 0.0053 (6) 0.0315 (7) 0.0014 (7) Geometric parameters (Å, °) 
